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ABSTRACT

Background Among persons in North America
who are newly infected with the human immunode-
ficiency virus (HIV), the prevalence of transmitted re-
sistance to antiretroviral drugs has been estimated at
1 to 11 percent.

Methods We performed a retrospective analysis of
susceptibility to antiretroviral drugs before treatment
and drug-resistance mutations in HIV in plasma sam-
ples from 377 subjects with primary HIV infection who
had not yet received treatment and who were identi-
fied between May 1995 and June 2000 in 10 North
American cities. Responses to treatment could be eval-
uated in 202 subjects.

Results Over the five-year period, the frequency of
transmitted drug resistance increased significantly.
The frequency of high-level resistance to one or more
drugs (indicated by a value of more than 10 for the
ratio of the 50 percent inhibitory concentration [IC,]
for the subject’s virus to the IC,, for a drug-sensitive
reference virus) increased from 3.4 percent during the
period from 1995 to 1998 to 12.4 percent during the pe-
riod from 1999 to 2000 (P=0.002), and the frequency
of multidrug resistance increased from 1.1 percent to
6.2 percent (P=0.01). The frequency of resistance mu-
tations detected by sequence analysis increased from
8.0 percent to 22.7 percent (P<0.001), and the frequen-
cy of multidrug resistance detected by sequence analy-
sis increased from 3.8 percent to 10.2 percent (P=0.05).
Among subjects infected with drug-resistant virus,
the time to viral suppression after the initiation of an-
tiretroviral therapy was longer (P=0.05), and the time
to virologic failure was shorter (P=0.05).

Conclusions The proportion of new HIV infections
that involve drug-resistant virus is increasing in North
America. Initial antiretroviral therapy is more likely to
fail in patients who are infected with drug-resistant vi-
rus. Testing for resistance to drugs before therapy be-
gins is now indicated even for recently infected pa-
tients. (N Engl J Med 2002;347:385-94.)

Copyright © 2002 Massachusetts Medical Society.
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HE use of potent antiretroviral therapy in

patients infected with human immunodefi-

ciency virus type 1 (HIV-1) reduces morbid-

ity and mortality!? and often results in sub-
stantial recovery of impaired immunologic function.*>
Resistance to antiretroviral drugs often develops in
patients with incomplete viral suppression and may
limit both the magnitude and the duration of the re-
sponse to treatment.®8 Transmission of drug-resistant
virus has been recognized for more than a decade, al-
though the trends with respect to transmitted drug re-
sistance and its effect on responses to treatment have
not been defined.

We determined the prevalence of transmitted drug-
resistant virus in a cohort of subjects with primary
HIV infection from 10 North American cities who
had not received treatment. We also evaluated the
association between base-line susceptibility to anti-
HIV drugs and virologic response to therapy among
those who began to receive potent antiretroviral
therapy.
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METHODS

Study Subjects

Between May 1995 and June 2000, subjects with signs or symp-
toms of an acute HIV seroconversion syndrome or evidence of re-
cent HIV infection were referred to one of seven participating Acute
Infection and Early Disease Research Programs® in 10 North Amer-
ican cities (Table 1). Study participants signed an informed-consent
form that had been approved by the local institutional review board
and underwent laboratory screening to determine whether they met
criteria for acute or early HIV infection.

The criteria for study enrollment included documented HIV ser-
oconversion within the previous 12 months or evidence of acute
or early HIV infection. Acute HIV infection was defined by detect-
able HIV RNA or p24 antigen, in the absence of HIV antibody
detectable by enzyme immunoassay (EIA), with subsequently doc-
umented HIV seroconversion. Early HIV infection was defined by
a positive EIA for HIV and a documented negative serologic test
within the past 12 months or a result on a reduced-sensitivity (“de-
tuned”) EIA that was consistent with recent infection with HIV.10
According to the clinical judgment of study investigators, 13 per-
cent of the study subjects had recently acquired HIV infection.
These subjects typically had documented levels of HIV RNA and
an evolving result on Western blotting within 90 days after the on-
set of an acute retroviral syndrome (i.e., viral symptoms consistent
with acute HIV infection), following high-risk sexual activity or
needle use. For the remaining 87 percent of study participants, the
date of HIV infection was estimated as follows: if applicable, we
used the date 30 days before an indeterminate result on Western
blotting; if that method was not applicable, we used the date 65
days before a result on a detuned EIA of less than 1.0; if neither of
the above was applicable, we used the midpoint between the last
documented negative EIA for HIV and the first positive EIA or the
first detection of HIV RNA or p24 antigen. Subjects were excluded
if they had previously received antiretroviral therapy for more than
seven days or if they had a plasma HIV RNA level of less than 400
copies per milliliter at the time of their base-line evaluation. A total
of 377 subjects met the entry criteria and were included in the
analysis; of these subjects, 169 have been described previously.!1:12

Study Design

For all subjects in this retrospective cohort study, information on
demographic characteristics and risk factors for exposure to HIV
were recorded at base line, and a pretreatment plasma sample was
obtained and stored at —70°C. Drug-resistance tests were not per-
formed prospectively; the choice of initial regimen was based on the
protocols of clinical studies or the standard of care. Plasma HIV
RNA levels and CD4 lymphocyte subgroups were monitored at
least every six weeks during follow-up.

Response to Treatment

The response to treatment was evaluated in the 202 subjects who
began receiving a potent antiretroviral regimen during follow-up
and who had adequate data for analysis (an HIV RNA measurement
at least every six weeks); in 95 percent of these subjects (191 of 202),
this evaluation was performed within the first year after the estimat-
ed date of infection. Potent antiretroviral therapy was defined ac-
cording to consensus guidelines.!3 The time to viral suppression was
defined by the first of two consecutive plasma values of less than 500
HIV RNA copies per milliliter measured in plasma samples collected
at least 14 days apart. An interruption of treatment for more than
14 days was considered a discontinuation of therapy. The time to vi-
rologic failure was defined as the time from the first achievement of
viral suppression to the first value for plasma RNA that was more
than 500 copies per milliliter while the subject was receiving potent
antiretroviral therapy.

TABLE 1. BASE-LINE CHARACTERISTICS OF THE SUBJECTS.*

PATIENTS
CHARACTERISTIC (N=377)
Age — yr
Mean 35
Range 16-62
Sex — no. (%)
Male 343 (91)
Female 34 (9)
Race or ethnic group — no. (%)t
Non-Hispanic white 208 (72)
Non-Hispanic black 45 (16)
Hispanic 28 (10)
Other 7 (2)
Risk factor for HIV — no. (%)%
Sexual activity 184 (77)
Injection-drug use 29 (12)
Sexual activity and injection-drug use 25 (11)
Geographic location of subjects — no. (%)
Baltimore 29 (8)
Birmingham, Ala. 2 (1)
Dallas 19 (5)
Denver 14 (4)
Los Angeles 55 (15)
Montreal 87 (23)
New York 46 (12)
San Diego, Calif. 74 (20)
Scattle 47 (12)
Vancouver, Canada 4 (1)
Elapsed time — days
From HIV infection to drug-resistance testing§
Median 71
Range 0-453
From HIV infection to start of treatment
Median 97
Range 7-923
Laboratory variables
Plasma HIV RNA — log copies/ml 4.8+0.93
CD4 count — cells/mm?
Median 489
Range 47-9166

*The plus—minus value is the mean *£SD.

tData on race or ethnic group were not available from the 87 subjects
in Montreal and from 1 patient cach from Seattle and Los Angeles.

1Data on risk factors for HIV infection were available for only 238 of the
study subjects.

§In two subjects, base-line resistance testing was performed more than
365 days after the estimated date of HIV infection.

Susceptibility Testing

At base line, plasma samples were analyzed for drug susceptibil-
ity by a rapid recombinant virus assay (PhenoSense HIV, ViroLog-
ic), which uses test vectors derived from the amplified product of the
HIV-1 protease and reverse-transcriptase gene sequences from the
patient’s plasma.'4 Drug susceptibility is measured by determining
the ratio of the concentration required for 50 percent inhibition
[IC;,] of the subject’s virus to the IC, for a drug-sensitive refer-
ence virus (NL4-3) for each antiretroviral drug tested. An ICy for
a subject’s virus that was higher than that for the drug-sensitive
reference virus by more than a factor of 1.5 to 2.5 (the exact num-
ber varies according to the particular drug) was indicative of reduced
susceptibility to that drug.!* Plasma samples were tested at base line
for susceptibility to abacavir, didanosine, lamivudine, stavudine, zal-
citabine, zidovudine, delavirdine, efavirenz, nevirapine, amprenavir,
indinavir, lopinavir, nelfinavir, ritonavir, and saquinavir. In the ab-
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sence of precise thresholds defining clinically relevant reductions
in susceptibility for many drugs, a value greater than 10 for the ratio
of the IC,, for the subject’s virus to the IC;, for the reference virus
was considered to indicate clinical resistance to each drug. Multi-
drug resistance was defined by either an ICq, ratio of more than
10 for two or more classes of drugs or the identification of major
mutations conferring resistance to drugs in two or more classes.

Sequence Analysis

Population-based nucleotide-sequence analysis of the HIV pol
gene was performed locally or centrally (ViroLogic) for 301 of 377
base-line plasma samples (80 percent). All samples with evidence
of reduced susceptibility to one or more drugs were successfully
genotyped. Consensus guidelines for testing for resistance to anti-
retroviral drugs's were used to define well-characterized drug-resist-
ance mutations. Nucleotide substitutions at position 215 that re-
sulted in the expression of aspartate (D), asparagine (N), serine
(S), cysteine (C), or glutamate (E) instead of threonine (T) were
included as major drug-resistance mutations. These mutations rep-
resent changes of a single nucleotide from the well-characterized
T215Y mutation that confers resistance to nucleoside reverse-trans-
criptase inhibitors and are the result of spontancous reversion of
this mutation in the absence of zidovudine treatment.!617 Strains
with genetic mixtures of wild-type and mutant sequences at amino
acid sites that code for major drug resistance were considered to be
drug-resistant.

Statistical Analysis

Changes in the percentage of strains that were resistant (according
to the year of infection) were analyzed by means of a test for linear
trend. Differences in categorical variables were assessed by means of
the Mantel-Haenszel chi-square test whenever there were at least
five observations for each resistance classification and time interval,
or Fisher’s exact test when there were fewer than five observations.
For time-to-event analyses, the log-rank statistic was used in order
to derive P values for the differences in the survival curves.

RESULTS
Characteristics of the Subjects

Study subjects were predominantly non-Hispanic
white men whose risk factor for HIV infection was
having had sex with men (Table 1). A total of 76 per-
cent of the subjects were referred to participating study
centers with an acute retroviral syndrome; symptoms
occurred after an identified episode of high-risk sexual
exposure (in 77 percent of the 238 subjects with data
on risk factors), needle use (in 12 percent), or both (in
11 percent). The median base-line CD4 cell count
was 489 cells per cubic millimeter; the mean plasma
RNA level was 4.8 log copies per milliliter. Base-line
antiretroviral-susceptibility testing was performed be-
fore treatment began, a median of 71 days after the
estimated date of HIV infection (interquartile range,
35 to 140 days). A total of 202 subjects began re-
ceiving a potent antiretroviral regimen a median of
97 days after the estimated date of HIV infection and
had adequate follow-up data for analysis.

Phenotypic Analysis of Drug Susceptibility

Since the drug-susceptibility thresholds associated
with reduced responses to treatment are not clearly de-
fined for all drugs, three different thresholds of sus-
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ceptibility were evaluated in the analysis of the prev-
alence of drug resistance (Fig. 1A). The proportion
of subjects with an IC,, more than 2.5 times that for
the drug-susceptible reference virus did not change
significantly during the study period (P=0.65). In
contrast, the proportion of subjects with an 1C;, more
than 5 times that for the reference virus or more than
10 times that for the reference virus increased, pri-
marily between 1998 and 1999. An IC;, ratio of 10
was used as the resistance threshold for subsequent
analyses to provide a conservative estimate of the prev-
alence of clinically relevant drug resistance (i.e., high-
level drug resistance).

Six percent of the subjects (23 of 377) were infect-
ed by a virus with an IC;, ratio of more than 10 for
one or more drugs. Within each class of antiretroviral
drugs, the proportion of subjects with an IC; ratio
of more than 10 (Fig. 1B and Table 2) increased sig-
nificantly for both protease inhibitors (P<<0.001) and
nonnucleoside reverse-transcriptase inhibitors (P=
0.03) and showed a trend toward an increase for nu-
cleoside reverse-transcriptase inhibitors (P=0.07).
When the patients were divided into two groups ac-
cording to the date of diagnosis (the earlier or later
era of potent antiretroviral therapy), the prevalence
of transmitted high-level drug resistance was shown
to have increased significantly from the 1995-1998
period to the 1999-2000 period. The percentage of
subjects with an IC;, ratio of more than 10 for one
or more antiretroviral drugs increased from 3.4 per-
cent during the earlier period to 12.4 percent during
the later period (P=0.002). The prevalence of multi-
drug resistance also increased from the earlier period
to the later period, from 1.1 percent to 6.2 percent
(P=0.01).

Among subjects with multidrug resistance, none
identified before 1999 had an IC, ratio of more than
10 for one or more drugs in all three antiretroviral
classes, whereas 75 percent of subjects with multi-
drug resistance identified in 1999 or 2000 had high-
level resistance to all three classes (data not shown).
A total of 74 subjects (20 percent) were identified who
had an IC, ratio between 2.5 and 10 for one or more
drugs, possibly indicating transmitted drug resistance,
but they were not classified as having transmitted drug
resistance on the basis of our most stringent criterion
of an IC,, ratio of more than 10 (Table 3).

Genotypic Analysis of Drug Resistance

The percentage of subjects with one or more major
drug-resistance mutations was 12 percent (37 of 301)
and increased from 8.0 percent during the period from
1995 to 1998 to 22.7 percent during the period from
1999 to 2000 (P<<0.001) (Table 2). According to the
genotypic analysis, the prevalence of resistance to mul-
tiple classes of drugs increased from 3.8 percent (in
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1995 to 1998) to 10.2 percent (in 1999 to 2000; Geographic variability of transmitted resistance was
P=0.05). Resistance mutations at codons 118, 184, evaluated according to region: East (Baltimore, Bir-
215, and 103 of the reverse-transcriptase gene and | mingham, Montreal, and New York), Midwest (Dallas
codons 82 and 90 of the protease gene were the most | and Denver), and West (Los Angeles, San Diego, Se-
prevalent, each occurring in 2 percent or more of the | attle, and Vancouver). After adjustment for region, a

study subjects (Table 3). test for the prevalence of resistance still showed a sig-
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Figure 1. Changes in the Prevalence of Reduced Drug Susceptibility over Time and Accord-
ing to Drug Class.

The 50 percent inhibitory concentration (ICy,) ratio is the ratio of the IC,, for the subject’s
virus to the IC, for a drug-sensitive reference virus. Panel A shows the percentages of sub-
jects identified each year with an IC,, ratio of more than 2.5, more than 5, and more than
10 for one or more drugs. Panel B shows the percentages of subjects identified each year
with an IC; ratio of more than 10 for one or more nucleoside reverse-transcriptase inhibi-
tors (NRTIs), nonnucleoside reverse-transcriptase inhibitors (NNRTIs), or protease inhibi-
tors (Pls). The Mantel-Haenszel chi-square test was used to evaluate the probability that
observed changes were significant during the period of study.
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TABLE 2. TEMPORAL CHANGES IN THE PREVALENCE OF DRUG RESISTANCE AT BASE LINE.*

VARIABLE

High-level drug resistance (phenotype assay)t
Any antiretroviral drug
NRTTs
NNRTTs
PIs
Multidrug resistance
Major drug-resistance mutations (genotype assay)
Any antiretroviral drug
NRTIs
NNRTTs
PIs
Multidrug resistance§

SusJECTS IDENTIFIED WITH DRUG-RESISTANT VIRUS

1995-1998 1999-2000 P VALUET
no./no. of samples analyzed (%)
9/264 (3.4) 14/113 (12.4) 0.002
6/264 (2.3) 7/113 (6.2) 0.07
5/264 (1.9) 8/113 (7.1) 0.03
1/264 (0.4) 9/113 (8.0) <0.001
3/264 (1.1) 7/113 (6.2) 0.01
17/213 (8.0) 20/88 (22.7) <0.001
15/176 (8.5) 13/82 (15.9) 0.09
3/176 (1.7) 6/82 (7.3) 0.03
2/213 (0.9) 8/88 (9.1) 0.001
8/213 (3.8) 9/88 (10.2) 0.05

*Both resistance assays were performed at ViroLogic. NRTT denotes nucleoside reverse-transcrip-
tase inhibitor, NNRTT nonnucleoside reverse-transcriptase inhibitor, and PI protease inhibitor.

1P values are two-sided and were determined by Fisher’s exact test.

fData are numbers (and percentages) of samples containing virus with a 50 percent inhibitory con-
centration (IC,) that was more than 10 times that of a reference virus.

§These results did not change when T215D, T215N, T215S, T215C, and T215E mutations were
excluded from the analysis (i.c., all subjects with a revertant mutation detected at position 215 had
at least one additional major drug-resistance mutation).

nificant increase in the percentage of subjects with an
1C,, ratio of more than 10 for one or more drugs (P=
0.03) or with drug-resistance mutations (P=0.001).
Two of 301 viral isolates (1 percent) were HIV sub-
type C; the remainder of isolates were subtype B, sug-
gesting that the majority of infections were acquired
in North America.

Response to Treatment

Seventy-four percent of the subjects who received
treatment received a regimen containing a protease in-
hibitor, 20 percent a regimen containing a nonnucle-
oside reverse-transcriptase inhibitor, and 6 percent a
regimen containing both a protease inhibitor and a
nonnucleoside reverse-transcriptase inhibitor. The time
to viral suppression was significantly shorter among
subjects with fully susceptible virus at base line than
among those with an IC;, ratio of more than 10 for
one or more drugs (P=0.05) (Fig. 2A) or with a ma-
jor drug-resistance mutation at base line (P=0.03, data
not shown). Although viral suppression was demon-
strated by week 24 of therapy in all but one patient
with adequate follow-up data, the median time to sup-
pression was 56 days for those with susceptible virus
(an ICq, ratio of less than 2.5), 55 days for those with
an IC,, ratio between 2.5 and 10, and 88 days for
those with an IC,; ratio of more than 10. No signifi-
cant differences were seen among these three groups
in the mean base-line plasma HIV RNA level —4.78,
4.76, and 4.64 log copies per milliliter, respectively.
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Among subjects who had a relapse of viremia while re-
ceiving treatment after viral suppression had been at-
tained, the time to virologic failure was significantly
shorter among those with an IC;, ratio of more than
10 than among those with completely drug-suscepti-
ble virus at base line (P=0.05) (Fig. 2B).

Since subjects were treated before data on resist-
ance became available, it is difficult to assess whether
the response rates are related to the acquisition of re-
sistant virus or to poor selection of drugs. To assess
these relations further, we determined the number of
active drugs in each treatment regimen; active drugs
were defined as those of which the IC;, for the sub-
ject’s virus was no more than 10 times that for the ref-
erence virus. According to a comparison between sub-
jects receiving two or fewer active drugs and those
receiving three or more active drugs, the number of
active drugs in the treatment regimen did not signif-
icantly affect the time to viral suppression (P=0.17,
data not shown).

DISCUSSION

The transmission of virus with antiretroviral resist-
ance has been reported in cases of sexual,!6:18-22 paren-
teral, 2325 and vertical26-2% transmission of HIV. Other
recent reports describe the transmission of virus with
resistance to drugs from one or more classes (multi-
drug resistance).1112:3033 Cohort studies have identified
drug-resistant variants in 1 to 11 percent of persons
newly infected with HIV in North Americall12.34
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TABLE 3. SPECIFIC CHANGES ASSOCIATED WITH DRUG RESISTANCE AT BASE LINE.*

VARIABLE SPECIMENS FROM STUDY SUBJECTS
WITH DRUG-
RESISTANCE 1C;, rATIO 1C;, rATIO 1C;, rATIO
MUTATION <25 2.5-10 >10

no./total no. (%)

Reverse-transcriptase mutation
conferring resistance to NRTIs

E44D 4/258 (2)

K65R 0/258

T69D 1/258 (<1)

K70R 2/258 (1)

L74V 0/258

V75T 0/258

V1181 5/258 (2)

M184V/1 5/258 (2)

T215Y/E/D/N/S/C/Et 16/258 (6)

QI51M 0/258

T69S/A 3/258 (1)

NRTT susceptibility

Abacavir 266,279 (95) 12/279 (4) 1/279 (<1)
Didanosine 371/373 (99) 2/373 (1) 0/373
Lamivudine 365,376 (97) 5/376 (1) 6/376 (2)
Stavudine 373/377 (99) 4/377 (1) 0/377
Zalcitabine 374/375 (99) 1/375 (<1) 0/375
Zidovudine 367,376 (98) 1/376 (<1) 8/376 (2)

Reverse-transcriptase mutation
conferring resistance to NNRTIs

K103N 6/258 (2)

V106A 1/258 (<1)

V1081 1/258 (<1)

Y181C/1 2/258 (1)

Y188C/L/H 0,258

G190S/A 0/258

NNRTT susceptibility

Delavirdine 312/374 (83) 49/374 (13)  13/374 (3)
Efavirenz 360/375 (96) 6/375 (2) 9/375 (2)
Nevirapine 339/376 (90) 27/376 (7) 10/376 (3)

Protease mutation conferring resistance
to protease inhibitors

D30N 0/301

M461 2/301 (1)

G48V 2/301 (1)

150V 0/301

V82A/F/T/S 6/301 (2)

184V 3/301 (1)

L90OM 7/301 (2)

Protease inhibitor susceptibility

Amprenavir 275/278 (99) 3/278 (1) 0/278
Indinavir 363/377 (96) 11/377 (3) <3/377 (<1)
Lopinavir 29/29 (100) 0/29 0/29
Nelfinavir 344/376 (91) 26/376 (7) 6/376 (2)
Ritonavir 355/373 (95) 12/373 (3) 6/373 (2)
Saquinavir 365/373 (98) 4/373 (1) 4/373 (1)
Any major drug-resistance mutation 37/301 (12)

Susceptibility to any retroviral drug 280/377 (74) 74,377 (20) 23/377 (6)

*Denominators indicate the total number of samples analyzed. The NL4-3 consensus sequence was used for compari-
son. The 50 percent inhibitory concentration (IC;,) ratio is the ratio of the IC,, for the subject’s virus to the IC; for the
reference virus. Isolates with an IC;, of no more than 2.5 times that for the N1.4-3 reference strain were considered to be
drug-susceptible. NRTT denotes nucleoside reverse-transcriptase inhibitor, and NNRTT nonnucleoside reverse-transcriptase
inhibitor.

1Of the 17 mutations at position 215, 7 were T215Y, 1 was T215E, 5 were T215D, 2 were T215S, and 2 were T215E;
none of the isolates had a T215N mutation or a T215C mutation.
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Figure 2. Kaplan-Meier Estimates of the Time to Viral Suppression and Subsequent Virologic Failure
Relative to Base-Line Drug Susceptibility.

The time from the initiation of antiretroviral therapy to viral suppression was shorter for subjects with
drug-susceptible viral isolates at base line (a value <2.5 for the ratio of the 50 percent inhibitory con-
centration [IC,,] for the subject’s virus to the IC,, for a reference virus) than for subjects with an IC,,
ratio of more than 10 for one or more antiretroviral drugs (P=0.05) (Panel A). Among patients in whom
viral suppression was achieved by therapy (HIV RNA, <500 copies per milliliter), the time from the
initial achievement of suppression to the first virologic failure was shorter among subjects with an IC,,
more than 10 times that of the reference virus at base line than among those with drug-susceptible
virus (ICy, ratio, <2.5; P=0.05) (Panel B). Subjects’ data were censored (tick marks) if the plasma RNA
was measured at intervals of more than 6 weeks or if potent treatment was interrupted for any reason
for more than 14 days.
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and 9 to 21 percent in Europe.35-37 Differences in the
methods of testing for drug resistance, geographic
variability in patterns of antiretroviral-drug use, and
variations in the risk factors for exposure to HIV may
explain the differences in prevalence among these re-
ports. Increases in the prevalence of drug-resistant vi-
rus among patients with established HIV infection
may be associated with more frequent transmission
of drug-resistant virus to newly infected persons in
their community. We avoided some limitations of ear-
lier studies by using standardized methods of iden-
tifying subjects, collecting data, and testing for drug
resistance in order to assess the longitudinal patterns
of transmission of drug-resistant virus at 10 sites in
North America.

When we defined drug resistance by the conserva-
tive threshold of 10 for the ratio of the ICy, for the
subject’s virus to the IC;, for a reference virus, we
found that the prevalence of transmitted drug resist-
ance increased from 3.4 percent in the period from
1995 to 1998 to 12.4 percent in the period from
1999 to 2000 (P=0.002). Precise criteria for resist-
ance, defined as a value predictive of an impaired re-
sponse to treatment, have not been defined or stand-
ardized for most drugs. Therefore, we used a variety of
criteria to ensure that the observed increases in rates
of transmission of resistant virus were not an artifact
of a single definition of resistance. When the thresh-
olds of drug susceptibility are defined more rigorous-
ly, the estimates of the transmission of drug resistance
derived from these data will probably be higher than
our current estimates. The most notable increase in the
prevalence of drug resistance occurred between 1998
and 1999, perhaps as a result of more widespread ac-
cess to potent combination therapies during the pre-
ceding months.

Only mutations that confer resistance and are not
natural polymorphisms can be used as evidence of a
transmitted drug-resistant variant.3® In this study, the
prevalence of mutations associated with resistance in-
creased from 8.0 to 22.7 percent (P<<0.001). Since
many individual resistance mutations will not be as-
sociated with clinically significant drug resistance, these
numbers may overestimate the true prevalence of the
transmission of drug-resistant virus. Estimates of drug
resistance based on genotypic testing differ in magni-
tude from those based on phenotypic testing, but both
estimates indicate a significant increase in the preva-
lence of transmitted drug resistance.

The increasing prevalence of single-drug—resistant
and multidrug-resistant HIV has crucial implications
for our current prevention and treatment strategies.
HIV with drug resistance is most prevalent among
men who have sex with men, a risk group that has his-
torically had greater access to HIV care than other
groups.’?40 Reports of increasing rates of unsafe sex

and associated increases in the incidence of sexually
transmitted diseases, including HIV disease, especially
among men who have sex with men, suggest that risky
behavior may result in both an increased incidence of
HIV infection and an increased frequency of drug re-
sistance in these communities.*!#* Although some
transmitted drug-resistance mutations may persist for
months,74546 such mutations may, in the absence of
selection pressure exerted by drugs, revert to a more
replication-competent variant. When such reversion
occurs, the transmitted mutations are no longer rou-
tinely detectable. Thus, the rates of transmitted resist-
ance observed in this study may underestimate the
true rates that could be determined by resistance test-
ing performed at the onset of infection. Potential bias
in these data could have been introduced by variations
within the study group in adherence to treatment, ac-
cess to and quality of medical care, and demographic
characteristics.

Although the prevalence of detected resistance
should diminish as the time from transmission to re-
sistance testing increases, we observed no differences
in the proportion of subjects identified with drug-
resistant HIV according to the time elapsed from the
estimated date of HIV infection (data not shown).
Even if it is no longer detectable, the transmitted drug-
resistant variant persists in the reservoir of latently in-
fected CD4+ memory T cells*’*8 and may rapidly
reemerge under the selective pressure provided by an-
tiretroviral treatment. Thus, identification of patients
early after the acquisition of HIV infection may fa-
cilitate the identification of transmitted drug resistance
and improve the selection of more effective first-line
treatment regimens.

The increasing rates of transmission of drug-resist-
ant virus observed in this study, coupled with the
poorer response to treatment in patients with drug-
resistant virus, suggest that resistance tests should be
recommended routinely for patients with new infec-
tion. In subjects with primary HIV infection who had
acquired drug-resistant virus, plasma HIV RNA was
not suppressed as readily by potent antiretroviral ther-
apy. The slower response to treatment and the more
limited viral suppression permit additional rounds of
viral replication in the presence of antiretroviral drugs,
which may, in turn, facilitate the selection of variants
with greater drug resistance.

The prevalence of transmitted drug-resistant virus,
especially multidrug-resistant HIV, has important im-
plications for the use and management of antiretro-
viral drugs among patients with HIV infection. The
existence of fewer options for initial treatment and
suboptimal responses to treatment among recently in-
fected patients may seriously limit the expected reduc-
tion in the rate of disease progression and increase sec-
ondary transmission of drug-resistant variants.** With
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one in five patients infected with virus bearing a ma-
jor drug-resistant mutation, guidelines for empirical
treatment can no longer be relied on for recently in-
fected patients. In both the developed and develop-
ing worlds, the treatment strategies for patients newly
infected with HIV should take into account the prev-
alence of transmitted drug resistance.
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